














C o n tin u e d HET-1A SKG T4
R e s tin g □ C A R e s tin g D CA

H o u is 4 8 12 24 4 8 12 24 4 8 12 24 4 8 12 24

G en e
TR IB 3 N o im •7.249015 •7.77847 •7.018095 -5.777502 •2.792476 ■2.729671 -1979128 •1.891209 U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined

■7.264134 •8.11126 •7,37912 •5573776 •3.037535 ■2417436 ■2236557 ■1.668974 U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined
•7.50553 •8.137943 •7.368194 •5.860339 •2.861027 ■3.134416 •2.098709 •1.678153 U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined

C al 4.45654 5.048799 5.038967 3.886293 U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined
4.226599 5693824 5142563 3.904802 U ndeterm ined U ndeterm ined U nd ete rm in ed U ndeterm ined
4.644503 5-063527 5.269485 4.182186 U ndeterm irted U ndeterm ined U ndeterm ined U ndeterm ined

F C 21.95594918 33.10091053 32.87609405 14.78736405 U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined
18.72117395 51.76209125 35.32366176 14.97830015 U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined
25.01121088 33.44055763 38.57207892 18.15362807 U ndeterm ined U ndeterm ined U ndeterm ined U ndeterm ined

Awg F C 0 2 1 .8 9 6 1 1 1 3 4 3 9 .4 3 4 5 1 3 8 2 3 5 .5 9 0 6 1 1 5 8 1 5 .9 7 3 0 9 7 4 2 A vg F C
S tD e v 0 3.145445368 I0.S7734063 2.857360246 1.890806594 S tO e u

N o im
G DF15 •8.866244 •9.412263 -8.547607 •6.29152 -2.359346 ■1.47934 •0.080433 ■0.492706 ■3.365714 ■0.357327 ■3.494625 ■3.229092 ■0.511481 ■1.406762 1.690168 0.403812

•8.6834S4 •10.362582 •8894682 •6.523937 -3.347542 ■1.264388 •0.064798 ■0.308502 ■3.881666 0.230664 ■4.440263 ■2.170456 ■1.43186 0.019111 026449 0.318134

C al
•9.110276 •10.048764 •8.785465 •6.601472 ■2.154938 -1.50622 0.178889 ■0.121624 ■3.986628 ■0.252151 ■3.820217 ■2.477799 ■1.604765 •U98628 0.794851 0,576984

6306898 7.932923 8.467174 5.798814 2.854233 ■1.049435 5.184793 3.632904
5.335922 9.098194 8.829834 6.215435 2.449806 ■0.211553 4.704753 2.48859
6.955338 8.542544 8.964354 6.479848 2.381863 ■0.846477 4.615068 3.054783

79.17088098 244.3699367 353.8941246 55.66945291 7.231189581 36.37292393 12.40546579
40.38988127 548.0615068 455.0508629 74.30745225 5.463426308 26.07784954 5.612291718
124.0981673 372.8738984 499.5045467 89.25419047 5.212093627 24.506083 8.309622858

A ug  F C 0 8 1 .2 1 9 6 4 3 2 3 8 8 .4 3 5 1 1 3 9 4 3 6 .1 4 9 8 4 4 8 7 3 .0 7 7 0 3 1 8 8 A ug F C 0 5 .9 6 8 9 0 3 1 7 2 2 8 .9 8 5 6 1 8 8 2 8 .7 7 5 7 9 3 4 5 5
S tD e v 0 41.89173378 152.4426319 74.62261804 16.82614335 S tD e v 0 1.10037142 6.445682283 3.420495542

Ct Values for Fig 4.26, Fig 4.27and Fig 4.28 contd



APPENDIX 3 Gene Table for NF-kB Related Membrane Arrays

Array Layout
AOT ATF2 BF C3

1 2 3 4

EGR1 ELK1 ELKS FADD

9 1 0 11 12

ICAM4 ICAM5 IFNA1 IFNB1

1 7 1 8 19 20

IL12A IL12B ILIA IL18

2 5 2 6 27 28

IL8 IRAKI IRAK2 IRFi

3 3 34 35 36

MAP3K14 MAP3K2 MAP3K7 MAPK14

4 1 4 2 4 3 4 4

MYC MYD88 NCAM1 NFKB1

4 9 50 51 5 2

NFKBILI NFK0JL2 NFRKB N0S2A

57 58 59 6 0

RELA RELB RIPK1 SAA1

6 5 6 6 67 6 8

SRF MAP3K7IP1 T0K1 TLR10

7 3 7 4 75 76

TLR6 TLR7 TLR8 TLRO

81 82 83 84

TRADD TRAF1 TRAF2 TRAF3

8 9 90 91 92

PUC18 PUC18 PUC18 B la n k

9 7 98 99 1 0 0

PPIA PPIA PPIA PPIA

1 0 5 1 0 6 1 0 7 1 0 8

CHUK CREB1 CSF2 CSF3

5 6 7 8

FOS ICAM1 ICAM2 ICAM3

13 1 4 1 5 1 6

IFNO IKBKB IKBKO IKBKE

21 2 2 2 3 2 4

IL1R1 IL1R2 IL2 IL6

29 3 0 31 3 2

JUN LTA MAP2K4 MAP3K1

37 3 8 3 9 4 0

MAPK3 MAPK8 MAPK9 MAX

4 5 4 6 4 7 4 8

NFKB2 NFKBIA NFKBIB AKT1

5 3 5 4 5 5 5 6

0RM1 N0TCH1 RAF1 REL

6 1 6 2 6 3 6 4

CCL2 SELE SELL SELPLO

6 9 7 0 71 7 2

TLR2 TLR3 TLR4 TLR5

77 78 7 9 8 0

TNF TNFAIP3 TNFRSF11A TNFSF11

85 8 6 8 7 8 8

TRAF4 TRAF5 TRAF6 VCAM1

93 94 95 9 6

B la n k B la n k OAPDH GAPDH

1 0 1 1 0 2 1 0 3 1 0 4

RPL13A RPL13A ACTB ACTB

1 0 9 1 1 0 1 1 1 1 1 2


